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<210> 1 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<222> 1..10 

<223> sequence for purifying proteins 



<221> unsure 
<222> 2 

<223> Xaa is an amino acid selected from the group consisting of 

Ala, Val, Phe, Ser, Met, Trp, Tyr, Asn, Asp, lie, Arg, Cys, Leu, Gly, Thr, 

Stop and Lys, 

<223> particularly preferably 

Phe, Ser, Asn, Asp and Lys, very particularly preferably Asn. 

<221> unsure 
<222> 4 

<223> Xaa is an amino acid selected from the group consisting of 

Val, lie, Phe, Pro, Trp, Tyr, Gin, Glu, Ser, Thr, Stop, Asn, Ala, Gly, Met, 

Asp, Leu and Arg, 

<223> particularly preferably Val, 
lie, Phe, Pro, Gin, Glu and Arg, 

<223> very particularly preferably Gin, Glu and Arg. 

<221> unsure 
<222> 5 

<223> Xaa is an amino acid selected from the group consisting of 

Gly, lie, Thr, Met, Trp, Tyr, Asn, Gin, Asp, Glu, Lys, Arg, Val, Leu, Stop, 

Ser, Phe and His, 

<223> particularly preferably Gly, lie, Thr, Met, Trp, Tyr, Asn Asp, Glu, Arg 

and 

His, 
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<223> very particularly preferably Gly, Thr and Tyr. 

<221> unsure 
<222> 6 

<223> Xaa is an amino acid selected from the group consisting of 

Val, Phe, Pro, Cys, Met, Trp, Asn, Glu, Arg, Leu, Gly, Ser, Ala, Thr, Ser, 

Asp, Gin and His, 

<223> particularly preferably 

Val, Phe, Cys, Met, Trp, Asn, Arg and His, very particularly preferably Asn 
and Arg. 

<221> unsure 
<222> 8 

<223> Xaa is an amino acid selected from the group consisting of 

Gly, Ser, Cys, Met, Trp, Asn, Glu, Lys, Stop, Pro, Phe, Ala, Leu, Thr, His, 

lie, Tyr and Arg, 

<223> 

particularly preferably Gly, 

Ser, Cys, Met, Asn, Glu, Lys and Arg, very particularly preferably Gly and 
Lys . 

<221> unsure 
<222> 9 

<223> Xaa is an amino acid selected from the group consisting of 

Gly, Ser, Cys, Met, Trp, Asn, Glu, Lys, Leu, Stop, Phe, Thr, Val, Ala, Asp and 

Arg, 

<223> particularly preferably Gly, 

Ser, Cys, Met, Asn, Glu, Lys and Arg, very particularly preferably Gly and 
Lys . 

<400> 1 

His Xaa His Xaa Xaa Xaa Cys Xaa Xaa Cys 
15 10 

<210> 2 

<211> 10 

<212> PRT .... 

<213> Artificial sequence ^ 

<220> 1 
<223> Sequence for purifying proteins 

<400> 2 

His Gin His Glu Gly Arg Cys Lys Glu Cys 
15 10 

<210> 3 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Sequence for purifying proteins 
<400> 3 

His Asn His Arg Tyr Gly Cys Gly Cys Cys 



J 



3 



1 



5 



10 



<210> 4 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Sequence for purifying proteins 
*<400> 4 

His Arg His Gly Thr Asn Cys Leu Lys Cys 
15 10 

<210> 5 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Sequence for purifying proteins 
<400> 5 

His lie His Gin Ser Asn Cys Gin Val Cys 
15 10 



<210> 6 
<211> 59 
<212> DNA 

<213> Artificial sequence 

<220> 

<221> unsure 
<222> 1. . 59 
<223> primer 

<223> n is a, g, c, t or u 
<400> 6 

gcaataccat ggggcatnnn catnnnnnnn nntgtnnnnn ntgtgtgagg aagggcgag 59 



<210> 7 



<211> 
<212> 
<213> 



17 
DNA 

Artificial sequence 



<220> 
<223> pr 



amer 



<400> 7 



cagttggaat tctagag 



17 



<210> 8 
<211> 



47 



<212> 
<213> 



DNA 

Artificial sequence 



<220> 

<223> primer 
<400> 8 

gcaataccat ggggcatcat catcatcatc atgtgaggaa gggcgag 



<210> 9 
<211> 17 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> primer 
<400> 9 

cagttggaat tctagag 

<210> 10 
<211> 44 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> primer 
<400> 10 

gcaataccat ggggcatatt cataatcttg attgtcctga ttgt 

<210> 11 
<211> 10 
<212> PRT 

<213> Helicobacter pylori 
<400> 11 

His lie His Asn Leu Asp Cys Pro Asp Cys 
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